
0 40 80 120 160 200 240
Reference amplicon position (bp)

0.0% (0)

18.3% (1611)

36.7% (3222)

55.0% (4833)

73.3% (6444)

91.7% (8055)

Se
qu

en
ce

s:
 %

 To
ta

l (
 n

o.
 )

Mutation position distribution

Quantification window
Combined Insertions/Deletions/Substitutions
Predicted cleavage position
sgRNA


