
0 40 80 120 160 200 240
Reference amplicon position (bp)

0.0% (0)

11.9% (1235)

23.9% (2471)

35.8% (3707)

47.7% (4943)

59.6% (6179)

Se
qu

en
ce

s:
 %

 To
ta

l (
 n

o.
 )

Mutation position distribution

Quantification window
Combined Insertions/Deletions/Substitutions
Predicted cleavage position
sgRNA


